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Sample | readslength | Raw readsnumber | Cleanreadsnumber | Mapped reads number | Mapped ratio

Control [ 50 12,880,377 12,553,102 11,628,028 92.60%

Treat 50 16,695,704 16,176,209 15,405,335 95.20%
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Mapped ratio: 74k Lok 127 5 DR 4H 1) L 451
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