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WESTERN BLOT APPLICATION GUIDE

o .
F—5 TR FERRE ,.
= )
1.5 RIE

Western BlotBNEHRZREND, 25 AEXNLGESNARIENBRAEAFERERRPEZBAFERTNE, BEIBHELD
HENR L, REEFRETANER LNENEAREEMRBINRTESTIAG, EEFMBEKNECHERRARESRE
HR, BEAMERMNENMRERASTENEQFEMRIEHRIKE,

2. RE

EAMT—REEAEIE. BREX B HARMGEESNEACI TN SREAN, EEERENT:

—Gel cassette

Anode Cathode Hamilton
buffer buffer syringe

Negative “
electrode Sample
chamber

Anode(+) — ~ Cathode(-) 1%_ )L
u L—j E—j Power source E
Tank Separate protein
bands
FmblE BEAR LA, B3k L33 A, vAEE B¢

A — 458, 3B Western Blot (WB)HAEE!
ANAEEEERERNTHEWBLE AR, oJAENSE 48, WEWBLIRRIELHZMN
$i. WBELIGH IT i X BT E BB ISR XM,
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WESTERN BLOT APPLICATION GUIDE

EoE BERABRREIRER
T o
1 HEARERR B &

/111 ZEER

S FIEE, BLENFARRNENERESUEARATHNREKE, EEAN. BEEEMEERERHTRANTE, BNEE
FEAS BB BE'EX‘J‘,H\#ZK%LZ\Z{ﬂ’/“E’\J, XEEHTFELIRENEEERMNBTHE L. BERNSSE M EIBEHRT
HARER, TENZENELSUEE,

Uniprot# g &E

Uniprot# & EE(https://www.uniprot.org/) 2 ERREE. BEREENEHRHIEE, ©¥ &7 Swiss-Prot, TrEMBLA]
PIR-PSD= X HIRERHIE, B8 7T RKEXE X ELRNEYINEEER . FEUniprot¥iEETI AT WNE N EREXEE8E:

RILEEN

PTM/Processing’

Features

Showing features for chain’, modified residue®, modified residue (large scale data)?, disulfide bond’, glycosylation?, cross-link®.

Q @ @ & Download &
] o 10 150 %0 0 0 0 o & '
1 E E E 34

TYPE SOURCE
=+ Al ) POSITION(S) | All .~ DESCRIPTION
+  Modified residue 126 UniProt Phasphoserine; alternate
+ Glycosylation 126 UniProt O-linked {GlcNAc) serine; alternate
+ Modified residue (large scale data) 126 PRIDE Phosphoserine
+ Modified residue 129 UniProt Phosphoserine; alternate
+ Glycosylation 129 UniProt O-linked {GlcNAC) serine; alternate
+  Modified residue (large scale data) 129 PRIDE Phosphoserine
+ Modified residue (large scale data) 140 PTMeXchange Ubiquitinated lysine [Fivr) *
+  Modified residue (large scale data) 154 PTMeXchange Ubiguitinated lysine :
. + Modified residue (large scale data) 158 PTMeXchange Ubiquitinated lysine [Siv=r]* [ Combined Ssurcas| .

Post-translational modification*

O-GlcNAcylation at Thr-305 and Thr-312 inhibits activating phosphorylation at Thr-308 via disrupting the interaction between AKT1 and PDPK 1. O-GlcNAcylation at Ser-473 also probably interferes with

phosphorylation at this site.

PTM/Processingth ¥R EEE AN EIFERM; — KK, BARKEEHISHERIKIBERNNALTE, WHBXREETEHRZZL.
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WESTERN BLOT APPLICATION GUIDE

RUHER
Sequence & Isoform*
Alignisoforms (2) @ Addisoforms

Sequence status®

Complete
This entry describes 2 isoforms* produced by Alternative splicing.

P31749-1

This isoform has been chosen as the canonical sequence. All positional information in this entry refers to it. This is also the sequence that appears in the downloadable versions of the entry.

| Name 1 | Seealso sequence inUniParc or sequence clustersin UniRef

Tools * <. Download @ Add Highlight = Copysequence

Length 480 Lastupdated 2005-02-01v2
Mass (Da) 55,686 MD5 Checksum® 1620296E269940B19BAFA7ECA71E003A

10 20 30 40 50 60 70 80 90 100 110 120 130 1
MSDVAIVKEG WLHKRGEYIK TWRPRYFLLK NDGTFIGYKE RPQDVDQREA PLNNFSVAQC QLMKTERPRP NTFITRCLQW TTVIERTFHV ETPEEREEWT TAIQTVADGL KKQEEEEMDF RSGSPSDNSG AEEMEVSL
150 160 170 180 190 200 210 220 230 240 250 260 270 2
PKHRVTMNEF EYLKLLGKGT FGKVILVKEK ATGRYVAMKI LKKEVIVAKD EVAHTLTENR VLQNSRHPFL TALKYSFQTH DRLCFVMEYA NGGELFFHLS RERVFSEDRA RFYGAEIVSA LDYLHSEKNV VYRDLKLE
290 300 310 320 330 340 350 360 370 380 390 400 410 a
MLDKDGHIKI TDFGLCKEGI KDGATMKTFC GTPEYLAPEV LEDNDYGRAV DWWGLGVVMY EMMCGRLPFY NQDHEKLFEL ILMEEIRFPR TLGPEAKSLL SGLLKKDPKQ RLGGGSEDAK EIMQHRFFAG IVWQHVYE

439 140 450 460 470 280
LSPPFKPQUT SETDTRYFDE EFTAQMITIT PPDQDDSMEC VDSERRPHFP QFSYSASGTA

P31749-2
Name 2 Differences from canonical 1-62: Missing

Seealso sequencein UniParc or sequence clusters in UniRef

Computationally mapped potential isoform sequences*

There are  potential isoforms mapped to this entry

View all
Entry Entry name Gene name
) ADAAQSEHI3 AOAAQSEHI3 HUMAN AKTL 529
[] ADAAQSBHK3 AOAAQSEHKS HUMAN AKTL 438
0O G3vax1 G3VIX1_HUMAN AKT1 467
O G3vaie G3V216_HUMAN AKT1 447
O AoasO4HIMS ADABO4HIME HUMAN AKTL 505

SequencesHRHRLEHRLA/N, REFERAEF, REKEFIER,

GeneCards# & &

GeneCards#iE/E (https://www.genecards.org/) , BETAER
RENEAEARALRMMABEERIRKE,

RNAseq oTEx Microarray SAS—E (Seial Anaiysis of Gene Expression) Estimated protein expression log ., (ppm).

FXFIFMNEERFRPIZEER, EEXpression i

(100<FPKM)  llumina Body Nep. BioGPS <intensity >% T
1 1 110 0000 1 10 100 1000 24 0 1 2 3 4 5
L1 I Ll I Ll I | o i i ‘ i
Bone Marrow Tecell leukemia, Jurkat
Whole Blood  — WMyeloid leukemia, K562  m——
White Blood Cels Lymphablastic leukemia, CCRF-CEM
Lymph Node  — Brain Cancer, U251 s
Thymus Brain cancer, GAMG
Brain — Bone cancer, U20S
Cortex Kidney, HEK293
Cerebelium e — Liver cancer, HuH-7
Retina Liver cancer, HepG2
Spinal Cord NSC lung cancer, NGHH460
ol Nerve Lung cancer, A549
et Kidney cancer, RXF303 e—
o Colon cancer, RKO
« Colon cancer, Colo205
3 :;"e‘“‘" Huscle Melanoma, 114
@ letal Muscle Breast cancer, LCC?  ——-
B | smatintesins —_— Broast canter MCFY
% Colon Pancreas cancer
= Adipocyte —_— Ovarian cancer, SKOV3
Kicney Prostale cancer, LNCap  p——
Liver Prostate cancer, PC3
Lung Cervical cancer, HeLa §3
Spleen Cervical cancer, Hela
‘Stomach
Esophagus
Bladder
Pancreas [—
Thyroid
Salivary Gland [—
Piuitary
Breast
Skin
Ovary
[ — —
Placenta
Prostate
Testis
B mmne W Nerous vusce [l wema [l secretoy [l Reproductive
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Human Protein Atlas#iEE

Human Protein Atlas##E=E (https://www.proteinatlas.org/) , AR, ALFFBEEXEE=ZNRE, SRR RT AEE
B4, ERARNEARTHREAER, HiRHASERTARENNERRRIEE R,

Organ Origin Category m Alphabetical

Cell lines ordered by descending RNA expression order.

Brain

Liver & Gallbladder
Gastrointestinal tract
Male reproductive system
Kidney & Urinary bladder
Skin

E

ye
Proximal digestive tract
m MLung
Female reproductive system
Lm e M Endothelial

I Mesenchymal

I - N SR I VI S\
> & Q X
FIELTESTTEES M Lymphoid
& Q‘" & F FES £ W Myeloid
& % T & o [¥ Renal, urinary, male reproductive sy|
W
& $E
QO

MGIEE B

MGIEHREEE (http://www.informatics jax.org/) , RIS AR Z RPN R E/NEEIEE. ZHEEEST/NENEES
A, RRANEMENZEHE, SEREALERAEBOHR.

BioGPS#EFE

BioGPS##REE (http://biogps.org) RREERIXEERIFEEER, ol MREEWAEMMARARPENEFRIAE.

citexs-Z4F B EIEE

Citexs-E&EFHMBEYMEZRIFENFE (https://www.citexs.com/) , ZFEERE—H 2R EBHAFRNEMEARFRSES S, O
PUEIT 8 R BN EBNRINE A3 BN ERTUERRE R EASS TR, ARFA RIBEERNEREERSTA.

S EEERE SR SCISFIEE  AWLAE  EXRR  mns:  BWILE  ewsEm

gk, %RZE. FMRTRSES

REMIFEESITR TEE, BREEEIRRE, FFEnEFRERES K
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WESTERN BLOT APPLICATION GUIDE

/1 1.2 RS

/] RIFREIERE

ALNMARFLRPERANRBRARPARBR, HPRIEZAMRNAR, BINERNRBREARRE (ATHE) .

FRAER Nemema  RPARMEGE)  RPARM(P)  RPARM(E)  NP-AORME  SOSEM
. . 1% Triton X-100. 1% NP-40. 1% NP-40.

BREERBRT 1% Triton X-100 :J (? u/doeSoDxSycholate. 8:?22 gggxycholate. 0.25% deoxycholate 1% NP-40 1% SDS

RIFERE mAl & th mAl @A &

XIREER H B4R ER —#& R BEF —& —& R

MHEKERIRER  RIF RF {12353 5353 (5353 R

X$% R B R E BIF RaF R BiF REF R

FERBRACERIRI  RiF R REF RiF 235 R

PRI EREFRR  RIF (235 ReF R 2353 ReF

/] BT

HARERT, —REACENVETEREARRAR, HRABKNAAEATSRE, BB, BERERERNNEIR
BRNGE, BRUUAREAERPEARNITEYE, HIRENZEANRCRAXEANERXBHTEFRNBEL
B, ERBEAEHEREEARTWBREN, BRI TREESRIESENEARER, A, KEENEFIRTENAESS
HEmEMRERRE. ABLEASHR, BEFIRTRERFRERTKRD, BREFLE—RNEERELK LEFE—RE
8, DU HRENFE, 8BS NIRRT LMK,

ABclonalf #5314

BAERENINERE3W, BIREBAE3-55EA, HEETIK LERE3-5s, #5325RE10, EZRIERHF AN RARMNEBERE
HBREME, —MREAI—BERKFENE], AENEEMERERRE, TRIEEFBAEIGHT MWL,

>
& @

Y\@\’Q&i&’@é@@ $E8m: Phospho-Histone H3-S10
60kDa— T ﬁ?% 15KD
45kDa— *¥$:
= *B84H Hela, HeLa+ Nocodazole (RiBELLIE)
25kDa— Sr36 48 Hela, Hela +Nocodazole (RBERME)

LR WBRARAR SR ATAEN H3 B0 LERBBUKT, LR TBEEH
oa| | momenons0 KPR EEOMBRER, TS EIRMBNIES.

10kDa—|

— + — + Nocodazole
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2.58RR LR, HIK

/1 21 REE. PBRRERERE

SDS-BAGELAR S AREK (SDS-PAGE) , RRRHEMMARNIRRELAR, LEANRER, TEANBE., RERAKILE, £
WPH6.7, BOREBEN5%; NBEEANLE, ZBhiEpHS., A"BERREZEREEANFEAN, ERARRENSBERBAT
I (WFE) .

2FE (kDa) DEBRIRE
X<10 15%
10<X<15 13.5%
15< X< 25 12%
25<X<35 11%

35< X <40 10%

40< X <55 9%

55< X <70 8%

70< X <100 7%

100< X 6%

& X AENEAAN

/1 2.2. %R EHEEEN

FIERERIED, KITRIGIRASE, REAREITR, RRNAERST, BHLESEE, RREFERIHLESESE, REUER
REARRERE, SURLIRESE; ERBRIESE, FAELSBRAEL; ERLPRASE, FH EAZREREEHR
ERBAEBEIARE, iILEBERLG; ERNEESRG, 7REIANRED, BZTEAESE, ERREAE, BE
REZERS, B ETERERREREEL,

IR MRS, REBELC, IREEEA LR, LRIHENREND, B#ERBELMAER, BULLSTE EXENHER, |
HRSY HEEPRPIERER, LREFA, AEFN, BOLETRRIEBRZE EFKERENVE, BRBAED (RiE
RN, FERIER) , FIEITHER, FEASIITHE, FERPBHREEL, REFATEMA LHIKE.
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3.5 5

SDS-PAGERRPHIERRELEESDSTH AR, ARBIERT, HFRENEAIKBIR L. BT E—REFTRENER
% MERER2MEE, [AZRATEER/ESENEMEZNIMEERE (LTHE) . ¥ FERFTENRD, HENEE, BF
MBERE (D FEAFTERRRY)  ERTEAEZR MR, HEEANRK, BERE.

CATHODE
Two buffer soaked [ e
/filter papers 72 ; 1
Polyacrylamide Get [ j = ! =
Membrane v v 4 §
/" Transfer direction y ; 5 : : M:/
v — k
+ ANODE
BERARE HFREEE TREE
/1 3.1 FREBIR9IEF
7 NC & PVDF f&
“EREN 80-110ug/cm? 125-200pg/cm?
55 & =]
R e, Z, FIMERR . ERKMER
BRI ZRITNE % 100% BRESEML
A MBER Mi&we=
/1 3.2 B ERMAIERE

2 F= (kDa) RS
X<10 183% 200mA,30min
10<X<15 1837 200mA,40min
15< X <20 1837 200mA,50min
20< X <50 8% 200mA, TkDa/min+20min
50< X <100 183 200mA, TkDa/min+30min
100< X <150 1837 250mA, 1kDa/min+20min
150< X <180 183 270mA, 1kDa/min( B B2 4I7E 3h )
180< X 1837 270mA, 1kDa/min( BHERHI7E 4h )

i XHEHNEFRN
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/133 BREQRIRER

AN FEEH: HEZTREMA0.1%ESDS; PEERERET10%EZE D, B4CERERABETRRE; 1BMEENE.
B/ BE

INGFEER: BFETRENSDS; RIFHERETE20%; ANLEHE; BIREERE. BiR/8E
REAEHEE: RREHAMIRE, MEERE,; AHREMICSHEXKITMarker £ LIEXIFREY
RERERE: EENCE

RIERSS: SR FREMAE, TUUREFREUER, HEENERREFREER

RERAN: HRBENENXNER—E, SERAFTEREN, S2NHOMSERFTE

/1 3.4 % EEMELRE (TESR)

TABTHWELIRNERSE CHEBNSRERAETEES, DHAMBERER, REEUATBSTRPRIERER, UERE
e, BRTEERFARNEES,

'- BSA

NN N

P P L n
R of o 9 v 9

A\
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4.[REASNAEE

// 4.1 EEE

EORER, B S ERESSHANEML, oJLAE ATBSTE HIH93%5 5%/ i54- sl BSAR T, LR IES RS S, — iR K
W, RS I TR REER, REHBITHBRAMBXWBIENEN, EESMENEEER ATBSTEHIA93%D5% BSAR#HITH
mo

/1 4.2 BB

—HURAE LEAREMENERM, R —AEERMAMES—NES, RLBE _NBEHFHIXAHBERES, KEX
HATENEE#TEVNEN. —HHERTRNEFICIR, TURENERESYE, HENTRESSR, ZH—RAI=E

BIEE,
5.8
WBIEth, BB R MAEE S HRP (BRI SLYIES)  LAECLARIMT& AR,
WBiF 4 3L16 5 18
1.EREIE

(1) ARFREERBRITE

a. AXHE (FR) NI ENEHEENALR200mg, HAEEEH/KHEPBSHERTE, AEFNENBHALANBESEK
N,

b. ¥ERNALEBINFBHRERD, MAEENEEEHNHIF (REMNEFTEMABERIEMHIF) ORIPA (RES
20mgAEMMAN100pL H BRI LLBIMARER) , EF K ELE3mMInHAE—R, EE5X, FHLARERE, EFEARE
BPENKNMEIBELR, ABEKBRMAEI0MIn, ILARMAEPRSHE, TROERBEEARBTRER, ELEHA
HITRBETURBARTHBERD

c. BELEEMBRMBEHTIONA, DB EERMENRAZRBHRE., BERENINE3IOW, §REBF3-5sZ44A, P
BTk EBE3-5s, BE3ESRANT, TERBEANGRURNEBRORBREMNE, —RIERY—BERMTEE
o,
AR ARRAKBRAS MR, BIHTEFRE, AHEFNEEEMERSNE (BFNEAEIX, FREEE
BER, AL BERLAEEFH) , BBERLETHARBRDE, EFAM SRR ER, #ITKEEE,

d. BELEREHRELEETK EMEE30mIN,

e. ¥ LREMEHR, T4°C, 12000rpm, B:i315-20min, BL_EEFEZ—NRIEPE, ET K &M,

(2) AR ERIRES X
a. XNFMEEME: NERYMPIREERE, B1X PBSILRAKE, MASEELENFIF (MWEMEEMABEREEIDE
) BIRIPAZLAER (6FLIREFL100ULE 10cmERBIFHR500uL) REEMIL, ARSI ENMIR B THAM IS IREL

MR EEPE, ETFIK L,
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WESTERN BLOT APPLICATION GUIDE

b. N FEFHM: BEFHMEREREZBISMLEOE, EIR1000rpmEL5min, IWEAMTE, ARMASEER
HESHHIR (B ENEEINABERESINHIF) BIRIPAZRAER (6 FLAREFL100 pL 5% 10 cm ERAF4R 500 pL) , AANEE
BRITVREEA—NNEPE, BT K ERZBMIE,

c. BELEEMRRBHETIONA, DR EESMENRAZERRE, BENEOWESR, BIREFE3-5s, PEETFIK
LiafE3-5s, EHBAE3EI5R, BEEHERAMTEENT,

d. BELEREHEREKLEETIK EMEE30mIn,

e. ¥ LiREMEHS, T4°C, 12000rpm, B:i15-20min, B_EFZ— N ERHEPE, BT K EEH.

(3) EARENE (BCAK)

a. BCATERMNEFIRBHEREE, RS0EIRBCAIKFIAMAATABCAIRAIB (50:1) R BEEEBCATHER, RARS.
BCATHERER24hNFRE.

b. tinEmRESERIRENE
ER1OpLERMRER (5mg/mL BSA) BREESOuL, LR EATMg/mL, HREHNEBRERTL-20°CKERF. It
RERBRNBERROEAEEFKE1*PBS, BHRERIZ0. 1. 2. 4. 8,12, 16, 20uLIIAZI96FLiR T, INFHERRINE
F)20uL, MEHAREREN6FIRNERILT, MRHEARRE20UL, FMBRBINERI200L, FERICRERER,
FFLAA200uL BCATAER, 37°CE20-30min, AEBARMUNEAS62, 5540-595nmZ B EARIKIRLE . 1R
EiRERZMERNERERTEEESNERIRE.

(4) %M
BRENERGENSHEHEARE, £REMA30-5000BA#THE, FRERLEASEFHEQRBIPIMAT/A4LBER
#95xLoading Buffer (RETAERATIX)FHIES, 95°CMAZE10min, HREEFK LRA, FRATELAEETF-20°C

3R

25RRE ERE, K
(1) HIRREs %

RIFEARBHERE.

(2) DEERHIE

RFEABEARN, EEARRENDBR (ATXR) . SHEFHNRBREARELZRFNHRED, MARREIR,
FRKEREIOMInAER, ERHIERBRFEESEHENFIRSED; ERBIBIMATEMED, FilLERETER; FARRA
B2l TR BAR— DR IEHERMA
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NERE
EBEFK (mL)
30% AIEBERR (mL)

1.5M Tris-HCL(pH8.8) (mL)

10%SDS (mL)
10%AP (mL)
TEMED (mL)

SRR (mL)

(3) REERRHI &

6%

5.3

2.4

7%

4.9

8%

4.6

2.7

9%

4.3

3.0

10%

4.0

3.3

2.5

0.1

0.1

0.01

10

12%

3.3

4.0

13.5% 15%

2.8 2.3

4.5 5.0

NEREEGE, BER—AELERE, HRRERT. BREFENFRFSRER (ATER) . BHSEFNREREA
Rz, HEESFNERTGRR—IFEEBBEARBRD, ZRKFRE20-30min, TEERRSRBRZBEBEES

BFEE,

RIERBC 3

EBFK (mL)

30% AELRR (mL)

1.0M Tris-HCL(pH6.8) (mL)
10%SDS (mL)

10%AP (mL)

TEMED (mL)

BAR (mL)

(4) £+

5% RIER

0.33
0.25
0.02
0.02

0.002

5% HRIER
2.1

0.5

0.38

0.03

0.03

0.003

5% RIER
2.7

0.67

0.5

0.04

0.04

0.004

5% RIERR
3.4

0.83

0.63

0.05

0.05

0.005

5% RIER
4.1

1.0

0.75

0.06

0.06

0.006

FREREEFE, NFEEEHKRDERR, FATris-Glycine SDS Running Buffersf A\E|RN4MED, ZlASEE., AR
SRIREFEREEMIL LM, S 225p9/7L, SEERETris-Glycine SDS Running Buffers® E5#, JM&ETris-Glycine SDS
Running Bufferi&id J&&R3~5cmBNT],

(5) Bk

EHRUE, EERKNER, FRIEARTERER, RESEENBXSY, RERBIXSHNIEESOV, FERHAND

EREY, TPGERIKRE120V, HIREME K E) SR RERET, SIEEIK, XHEKYEIR,

-11



WESTERN BLOT APPLICATION GUIDE

3.5

(1) E&IE

a. BEZMREDRER2h (BIFFREKG) BA-20°CKETRL.

b. RIEBAEAR/NESRE, ¥Filter PaperXNitrocellulose membraneBiE Z&&R T,

c. BHER>20KDi%E0.45um NCEE; BHIEH <20KDE#0. 2umBINCIES0.22umBIPVDFEE, %1% 5 B/ IENCE R
TEWestern Transfer BufferdiZial& A, i 2 E AN EPVDFEEE AR AREDRE min£GE9521E, 2EH A0
]I \Western Transfer Bufferdi2;8%H,

(2) #%&pE

ERHIRRPEVE R, SRR ERORR—RSFLE, ZKIRE, R NCIR, Z3KIEE. —RSALE ("=8R" 518) , B
YRR IR RRAE, IR —ERRHTRE,

4.5

BEEM =88 MR EE, MRASENTAEEED, I AWestern Blocking Buffer=ig2E&1h, —3K6.3x8.3cmA/)
BIEEANA6~7mLENT],

5.—iEE

a. ¥—#iAWestern Antibody Dilution BufferiZ B84 ttﬁ]ﬂiﬁﬁﬁ
b. HALRE, BHEBFN—R TERBANBEEED, EE2hm4CER,

73

— BB 4% E, MATBST Bufferiki®aix, 5min/ix.

—HhiEs

a. —HFERERA10mIn, B ?nFHWesternAntlbodyD|lut|on BufferiR BB & E LU BI#THR,
. RRERE, BRBEFN R TERMAESES, ER1

8.3k%

“HEE %R E, MATBST Bufferiki®dix, 5min/ik.,
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WESTERN BLOT APPLICATION GUIDE

9.18%¢

a. IRBEHA/N, 28 10cm? BEEEA 1-2mL TR, REFIIREEAFRE Solution | #] Solution I3RS, Bl A& Heie i)
TR,

b. AELBFEERYE, BN TEREREMBUKE, ZRE SRR, BRRBETIERMBIZNE L, FHI9FE
=, ZRFEE1-2min, WSRO S RER FHBERNIPTN.

c. ERAN: BEEETFHEN, BERNER12, YAEXER, RIBEEHARERNE, REESRER308.1
3.5, RE—EEXEXNRER,

d. SRARMRBALN: KGR B BRI MRINA, SELEERPBHTION

WBSLIe#{ETips

HEARERE:

SEVBRBIFEETHRIEEQRRAER, ERESENHEARLIBEH,
HEARHE:

EREENEBRRBERY,

HERR R EK:

RIFEEAANEREENNERRE,; BRHISHIRD,

R

RIFEEAANEERN NI RHEREESMY, MELRLBHNEERE
A

EREENHARREFEHRITRAEA,

nRES:

MESRENAHBERBRERERRL, ERESEZHHITES.
B¢:

BER, REFERFRILSLINES

-13-
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E WBERAERMBRS
=W ¥ )

1. TP RTH R RTS8

&

BJRE/RE fRRTTIE

7 S BEUR, ERMENRITER
—H [ ZHRIE ERANS—HMETEN —Hi
RHBRER EMIIA R

HATARZENEARENEESEXR REMAEXNR, BEFADRERIEERN; EMFEALHFERRETOAIER

TRRBRRS EIFRRE, EXFSHE

BIRPE BRI S B FIF FrERRMRENPEREIFERNNR

TUREMRRT EREARHRNTE, TERNENR, #%KEERE

BRI AEFIHERETE)

BB IEE AE AR BRI AT 8

HEALE MO AR SR AEEETE); A ARE AR

EEEERES MRS, FREEE,; MRIRRETERER, WA PVDFE, FiZAIA 100%

EE2IRIE 5-10min #4T3EK

1.1 BAARFRZBENER

XN
N
\\) ,\‘2\
140kDa— nTPM Bratn
200 Liver & Gallbladder
M Gastrointestinal tract
150 Male reproductive system
100kD Kidney & Urinary bladder
a— Skin
100 Eye
Proximal digestive tract
50 WLun
75kD Female reproductive system
a— —CD33 o P B e R R B R N L P L R =Mm(hm,
TP & A PP IPHIPYUIPUIN, o PP RPN TD S B & o
FLFECLETFLLIEFLFEEFEPRINFL LA EE L EEEELEL S M Lymphoid
P SR COFFTLI TS CEFILITS o8 LTI L ITITEEFLOEITESL &
LETYTLL " VT L FE & L COTELEY &8 W Myeloid
& FLEE S 3 2 & EFELLELE T LS
60kDa— & < g S gL e
~Z$ N o
< o L
~)
@

45kDa—

#5: CD33

4> F&: 70-80KD

FRIXER: BB XEHRE urkat4AM S CD33BA M (PMID:30519686) , HPA%HEE & ;SRTHP-14 %A CD33,
SRR WBEAFA M Jurkat (CD33BAME) RTHP-14ME, BIE RGN EIEH, FEURNTES,

-14 -
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WESTERN BLOT APPLICATION GUIDE

1.2 iR ER
Q@Vb vf"@@é\ fqﬁj@ié\
150kDa— T 150kDa— $EA5: NFKB p65
100kDa— 100kDa— SFE: 65KD
a— kDa — s o
e s e g pes | TVATBRELL: 1:100051:500
S0KDa— 50kDa— SRR FI51:1000% %, WBAMHeLa, A549, MCF-7# 7, 38
w00 BYX3min, T (£E) ; ERTAHERELLA1:500, RS HMAKR
kDa— a—
o k00 B, HERA3STNAEENH(EE) .
1.3 BBEARS
o g0 mTOR
© N %“@ =
RPN RN 3F=: 289KD
RE P Y &
s T | HEERM: [ER270mA, BEEERE1.5h RIEF 270mA, & IET 8
300kDa— 300kDa—
—mTOR W s 8 = —mTOR 3 5h
250kDa— 250kDa— °
180KDa— 180kDa— p SEEEGA 1875270mA, FEREETIE.5h WBHlIHeLa,293T,K562,U-87
. 0k MGHA, T8 () ; RAKEEMNIER70mA, HIRETE
3.5h, AILBE BN (BE) .
2SR ERTASB RS
Tl gEJR A RRFE
RRERS BARTUEA (—i1. i) RE
— eSS SERE ERREREREFNEHHNRE, RIEREERYE
“HmERREES AM—, EMREIRAE, URIIESETHIRASANRE, EFNEETR
A=l FUpN BE LS
EEER BEREFR; FRMEEENER, HEMEEOENER

BME. REEEE
Mk, SHEARR

D AREEME . RABREIR/NF RS

ERRCIELDNABIETR

-15-
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2.1 FRERSIENIERRERE

o N N
(’,QQ \9@ S ‘&QQ
AT T e O I TN
100kDa—
70kDa— . -
50kDa—
40kDa— 5
35kDa—
a . .-G
25kDa—
20kDa—
15kDa—

A GSTEH

#FE: 27KD

BA: HF 1" RRXZTHNRBAE, FETCSTIRSHHARE LKA
B, B8 RAKRKEGSTEH

HF" 2"  KRIRA, EHCSTIRENH AR HUXFITE, Rixdk
JEGSTEH

ARRLL: HBERKRE1:5000E1:45

LHE: 810 KEEA10ng

LRMAR: WBHIN NAEREAR, BERMRENRE, FERMERT
B,

2.2 BALFEXSIENEERUERT

130kDa—

100kDa—
70kDa—

55kDa—
40kDa—

35kDa—
25kDa—

15kDa—

S O O
P&
TGS

—GST

A GSTEH

#FE: 27KD

BEA: EHEGSTIRSNH A BURKMATE, RAALNGSTEH

s #REL: 1:3000

ERER: WBRNAKEHGSTER (#E £#5ng, 10ng, 50ng,
100ng) , BEEHAR LHEEA, EHFFEERTERHILE,

2.3 MR EARIFSIENIERRERT

75kDa—

60kDa—| .

45kDa—
35kDa—

25kDa—

15kDa—

10kDa—

2
NG
\2@

N
g

—CDKN1A

70kDa—
50kDa—

40kDa—
35kDa—

25kDa—

20kDa—

15kDa—

10kDa—

2 QA K
FEF

©

—CDKN1A

$E5: CDKN1A

FE: 21KD

kR 1:1000

SRR WBIKE M HeLa, MCF-7,293TR 293Tat R A, ZEHiA®E
M ERECOKDAEAHIMIESGRM ST, BB I —EH X CDKN1AKS
SHFRAETRN, TIEFSERTEI,

-16 -
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2.4 FARERFESIEFHRUERE

150kDa—
100kDa—

70kDa—

50kDa—

40kDa—
35kDa—

25kDa—

—B-actin
....!0 B .

e 3B B-actin
PFESE ST E: 42KD
HA: N EHelLa,A-549,MCF7;
KEHLSpleen,Testis,Ovary
nAmREL: 178
ZRER: WBRANEMWARMABRHER, AREARTER
— AREEAHUZREFRUERT, PMAERBRRS

[ey— m —p-actin

25kDa—|

¥ EMHIERHEARER, HFEAEERRSEN, 1952

B—BHH,

2.5 RS ERNERSFE

\?,09\; 5

il

100kDa—
70kDa—

50kDa—|
40kDa—

- — VEGF

iSlDa—. * aull |—veGr

25kDa—|

20kDa=—|

15kDa—|=

-~ — VEGF

$Lm: VEGF

SFE: 15,20, 25, 36, 40KDE S NEHK (PMID: 8167412)

SRR WBH M A 293T,A-549, HeLaZfi fil & R /INR AFH LR VEGF &R IA K
3, ol EIVEGF S PN AN SRR,

2.6 B3I RIVENE R SR

70kDa—|

50kDa—| we
40kDa—|
35kDa—|

25kDa—|

20kDa =i

e
15kDa—|

10kDa—|

.I—acnve + pro Caspase 3

|—Cleaved Caspase 3 P17

|— B-actin

-

Staurosporine

8055 caspase3

$FE: BI1R32KD, 17KDER (TR LER)

A

FTEELH Jurkat£mAa

SLI§4H staurosporinefb B jurkatApE (FSIAT)

LERHER: WBH M staurosporine b IBFT /S8 urkat4HpE, X3 8 4R A B iR
32KD, SEX LA BRA B AR, QM E B T & £ T7KDEETIA,

-17 -
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3. EJUNFESHEAH
R
BEBREEN
BERAT
BEfEmRL

3.1 BEMSIERMD FERKX

xE

mEER, 2B, ZEKE
MRS RIK
BAMTERERAR, HNEDIBX

o
&
\O(\Q«-,Q\ &
& gF T
R QT2
170kDa =
130kDa—| .‘—CDBIIPECAMI

100kDa—
70kDa—
55kDa—|

3.2 RE_RAKSIERMWSFEIEX

$Bg3: CD31

DFE:BILHFE82KD, EMA FE130KD
(PMID: 25971970)

SFEEKERE: BEAEM

5 s
R Q\\"J ‘9‘!\
ISy

100kDa—

T0kDa—

35KDA — e 0 gy — ATGS

40kDa—

35kDa—|

25kDa—L

-18 -

#ER: ATG5

3FE: BiL32KD, RWH FE55KD(PMID: 28928221)
NFELKER: ATGSSATG12EMNES, URITR ZBRIK
EREFE, ENAFEARRZBIEHKN,
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3.3 EHMFRESIES FELNK

40kDa—|
35kDa—|
25kDa=|
20kDa =}

- -asaeee — |
-

15kDa—
- —Lc3B il

10kDa—
—B-actin

— 4+ — + = + = + Chioroguine

4.

b =
B &=

il

oJge/RE

HAARZSH

PEATS

“HRES®
“hlIERERMEE SR
NS HAERBERXKRE
BN

NP ETE

$B5: LC3B-II

#FE: 14KD

SRR LC3B- 10 FEL16KD, ELC3B-IIESTPEEM, Eig Lk, LC3B-II
B9 FELELC3B-IK, B2, HTFHRBAIPENRZ TLC3B-IIBIHE R, FEEERKE
Eim, £EKPIEBRES, LA, LC3-IIFERKE, EEEENFE (K14
KD) .

fRIRTTE

BNSEAREENE, RERSEE, EEESENT AR

BEANERARAIERIREL, HRRPIIATween-20

B _HURE

A—in, EfBESRAR, MuURESEREEH_NRARE, EMEE_"H
EIEIER; ERRPIMATween-208]FiDR X R AL

AERRIRLEYE)

RIERDHRME, EBEHAFEAR

4.1 #il, ZEBEAZESLEHESER

-19-
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5.8 mLH
# M TEEEE RS
SEEH—5S FREA, —FRES BAE B R—RE
et BRRIG5H, BARPALHEER B oo . _—
SH2ERR P AEBRE; BARBXEEE
SHSWER BREARBNEESESE; ANBEAREE  SREPIE AN SHENR TINSE; BRNAAES
R BAE QR EREETRHREAE R SMIN, BibImin
HILUE (HERL)  HADSEREMER ERATRHEARBSMIn, BihImin
SRR gwx$&ﬁ%m#ﬁ§ﬁﬂ;ﬁﬁ*ﬂgﬁ ERMEADMASERSEDR, RREEHES
- RS KRR, RERE Y N B RS RN RS AP, BRESERER
AR MR E REEREBENBRFTL1.0~1.5cm
SBBRERY BERERF, HHEARESTA REBRADII T FRE S RE S AR AR
EEY R SR paEes, BEEESHE
ERERNSBENA
AN RS R ES AR S R AR

5.1 EFEXRFTEM—FRE

5.2 kg #

A=EXE, KAEHFRIxloading buffer £4f, SEUKES

-20-
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== 520 5.3 REEHSHFRHER

== 20 5.4 FIRAHYS., BRAFES

> 20 5.5 HIEHSASHRHTE

-21-



WESTERN BLOT APPLICATION GUIDE

=y
FHE AR S0 NG FRE
= 7))
ERBBRELNTEREN
ME1: ERRBBRUCTERPORESHR

EEBRT, AEANBRESEHREIBE—RFAZ—TMERRRNIRE, BEENINE/LTAHAMTR T, A, WRF
RND FUESMERINS BT IR R T ARAERH TR ERXAR, B EEZERNEHRES SN ECEANA
FRH#TAYLERENLCERERNRR, —fRKH, REEENBRUCEHDEEND FAEVLEFNREREAR (J15
MR 1-2NNAE) RELEHBEEN BEBEHAS. EEEND FUEYMLENNEER, —LERNHREKTER

RFEIE, RKEPHRER, EEBBRAKFIHASERZEBERE (phosphatase) BIGRIF T ME i = e X L BB KIE
i, BPLERLEE (MNHEE) ABBRUKFE-—ERFRE/KEMEXLEEQLFREPBENRTS (W TEMR)

(A) phospho-ERK1
phospho-ERK2
total-ERK1
total-ERK2

® E: FLPS(1Img/mL)RI#) 7741 HfEiFES SHh
phospho- p54 T R e
SM’K/JNKM6 ———— MAPKESER (L B9 BT /B)32 72 . ERK. SAPK/JNKF]

otal-
p38893E R Western BlotlUE

t
SAPK/JNK b, p46

i phospho-p38 kil ,,,! oo

total-p38 1";. i_‘

mn 0 5 10 15 30 60 120 240
L
LPS () @

Frbd, EERYRAMNLGEAZ AR - PN EAHBRUKEEEFEERUREEHERHNR, EHANEBRBEZXEZHE
0, BARNARELAZAAENAZYRE (KIEXHFATHER) MTime course (AILERENEHKHSHIEE) , BERER
NWEERE, ZATURR—MEER B REOLCEBARERHFTEXBRAEN, HEXNRAMLITHEEREEERL. ZTEW
TR THINEFRNAERE, EEHHIREEER.

MiE2: EREREANELEABEARNBBUKT

REAREEREAFZAHTHRSRMME, MBEIPREEFMNS (NMEER. EX EKEATFF) BEFERERNEERE.
BRATXERSNEE, SSHEEAKT. MAPKERN—LHBBBRAERNFNEAN FHENLERNMEZL R ERRK
&4, BNEAMNBEMZNEORRNBRKKE, B, MRPRIGEH TN —LHEBBRAHER, TEFEREXLRRRA
MERF (BIRAARSMBNEFREHTER) WA AR TRLEE,

B BMNEFEIRXMALEARERTFRORRNARRE, ABNEAFENHRUEKEHARRREEMENEDL.
MEFF oI LAREEHSHMY RN, LB ET K RMH TN ELHRER (WNEEEXER) VR, Bk, 7
TEFNBERRIKEREREL A, FERBAONVEKBEZEFTEHTMERFOMLE,

-22-



WESTERN BLOT APPLICATION GUIDE

ME3: EANBSRERER, RENEREM/IV

BRMNEXEABREHATEN, MEEFEEFERRBERFET (LNEABEFNEHIERME) LEANEBRZPRIL
R, EXLERED, MBREAS (HMNEARKBLTRE, BASEKE (MPHEXE) | AERETES. ESRREMHM
HHEES) , CSERARAENHRNHEMSHRELEEFNHRUEXRNEAETZRL, AL, BNFEERTEREHNE
RERNBIRIERE. BMAARRER (S EROBIPFHFIMBBRABIDHF) FREETK HMEERBOIRE, DURDE
ORI R XS TR B ER AL KR IA AN

M4 EANBREARE, MEFREXE

BRENE, BT EREDEANARERRDSSEEESABMANAMBRABINHT, RHLBARRNBRLNES, ©
ERERHRFEAETIR?

REWE, ARDLBIZHENER, 2 LR BHFEESRMERBRLONNRE, ERBHETE, BEUBEEKE (X
L E-20°CEE-80°CHkAE) B — RIS, KAAR—HERNESBERBRARN, TREEES, REENEH0HE
WEBRMHARE, BIELERRNANARLBRENAE (REMRAS, MERRMOERARS) 1, RXEERE N
&, FibL, BRI

1) EHRIANABIBRIR—EEEY, R,

2) EfAREFNEQBINHIFIABRAEMHER, XRARMAPIE K cocktail, FEREHMML;

3) REFEAMEHRIEF@RMBERAAXEN, RMRERS GERAFRINEAHR MEERATEN=
REWEES, AEMERNABREF . GYPLE. IHERFISNENLERBESELZR, MARM—RE
f, BT RSN (XRAFETENR FEH0)

4) MRENEFTEHTHRAEE (RE—RHFm, #7280)  tB2NEARENESFEEANEZIAEE
F, MA E#bufferRBEBRIERTE, LbuffersthlRERENSDSEERER DT M B EREEX BEER
IR, HFRMERXEREERRETK EHAEK LR AE, RERD BRI RN BERUZN,

2. FEHEYAMINEBRNEREDR

// 2.1.Casepase-3

Caspase-3BETHMRXLBRE, ERALESEENFSERTRESTE N, EEBATULEENERERER
(Pro-caspase-3,32KD) ZETFHE S, FHRATHNE RN ERERE, iEHCaspase-3HA/NTEA K, R AFHE A REZE
Y, RELSEHBAT,

Caspase-3£ 2771 B, B8R _FEI YA SAsp9. Asp28 (Ser29) | Asp28 Asp175
Asp9 Asp181

Asp175 (Ser176) MAsp181, Hh7EAsp175F1Asp1814LIEIF=4Ep20 (1-1755 7 [

ERR) M p11(181-2778 2B K/NEE, KT E#—FTE Asp28RIEIEENK ‘ |

P17 | P12
P19 |
P32

Caspase-3551JJ4K

InBIAKF=4Ep17, TASPORMIEIF=4p1IORTE, H5Caspase-3E8/EE 5 A
ax,

-23-
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B I RPN XEEEZ—Ecaspase-3805E4, Et, BIIWBAER M cleaved caspase-3fAARBETERAER, BE L]
Zlcleaved caspase-3ta U AR EI BB . BBAZ NBL B EAFEHTAHIE?

tfiACaspase-37E iR # AR chRiX Kk F

Caspase-3 fEffi, f. FFEARDPERIX, EN. BRIND, PEKERE, BRRAEZAAR, AESHARRPREL, LHER
BRARPERIA, Efifcaspase-31iNET, B ERAE S EERE, THEEMLNERPARRIZKE,

Expression’

Tissue specificityi

Highly expressed in lung, spleen, heart, liver and kidney. Moderate levels in brain and skeletal muscle, and low in testis. Also found in many cell lines, highest expression in cells of the immune system.

EREENESLHERY

Cleaved caspase-3 (RIFETFIEELE BT HMAED, REEBHTHIRTEHMIEPIENAZ cleaved caspase-3 , ELL, #H#FA4Lk
BHEMMERERECleaved  caspase-3gEBFRMEINXERRZ—., BN, EeeilEcaspase-3aIANIER T, RI\EH
K, MIAFMEBRER, EREENEST, EFSFRE. FSNE LB EESR, HERELIERERIKENE, BNRESEN
PR BRI RS LA

X TFNGEEMp R

TWEMBERERTEURSLRENSE, BIETE OERESFAR, SETRNEEARBSE—ERBATREN
Loy/UR

R EHES

ALEATTEERE/NEFMRLERAT, BNEAEH H#E100pg; BESNARENEILER L#20~30pg,

EBYALE

Cleaved caspase-3E /NI FE2EH, 0.2 pm ARNEERARENROEEIET/ N FEEANEKX., B, XEiRSE

X ZBEEENCEE30 min, BéfRicaspase-3 5 NC ERE E4S, 125 caspase-3 M =,

PEERE

AR A15%REHH B (SDS-PAGE) #1Tcleaved caspase-3894&3,

= RET]iR % cleaved caspase-3#iik

EERFUREY, BRTXEREIENYf. RARSHEEXK, BN, SMHIAAR SR BIcleaved caspase-3,
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A19654 [KO Validated] active + pro Caspase-3 Rabbit mAb A11021|Active Caspase-3 Rabbit mAb

Q)
N
S

70kDa=| 45kDa—
60KkDa—|

35kDa—|
42kDam|

35kDa= - 25kDa—|

23kDa—,

Cleaved Caspase-3 15kDa—| ) —Active Caspase-3
16kDa—| - ps

10kDa—! 10kDa—|

BJ
i

- B-actin
- Staurosporine

//2.2.LC3

MEEXEHIA/IB-EHE 3 (MAPILC3) BEHEE A LC3, HAMILCERENMEE, £5IEMAPILC3A(ELC3A) ,MAP1LC3B
(f8FRLC3B) ,MAPTLC3B2({&FRLC3B2),MAP1LC3C(fEFRLC3C), HLC3AMILCIBHR RS,
LO3EBEFETHINMARNMSFNMRD, SERNXRENF. HEBREEHATGCAGRSHEMNYE, EHABRIFIRATGARE
5947, PR ENIMILC3-| (5 FE16KD) , EHELRED, LC3-IBIEFEBATG7TRATGIS 5MZRERN, £ BIPEL, &4
BEFRACEILC3-1I (BBIk R FER14KD) , HEMBIBIEMAE L,

LC3-IZBERANEBIREY, MEBEENISSMmIEM, B, LC3HIWBREN, LAABBHRPEIENFER, BELCEELN
KMAZILC3-NEIER, ZAT 2

HIALC3TE PR A AR cp BRI KT

LML E, ERRERNAMEFADIRLIKTEER, FREMAREADEOREKEHITESE,
LC3BISZRIATEOME. IN. BRI RN AR D, FFARDRORIE,

Expression‘

Tissue specificity’

Most abundant in heart, brain, skeletal muscle and testis. Little expression observed in liver. # 1 Publication -

LC3ATTZFRIXTEDE. X, AF. BN RERNBAD, EREERRIINEMAEEP AKX,

Expression*

Tissue specificity*

Most abundant in heart, brain, liver, skeletal muscle and testis but absent in thymus and peripheral blood leukocytes.  # 1 Publication =

o[, HRAFAR, RNLCAESIE, BF, Lol AR EALCA/BHUR, EEHMILC3AFILC3B, 1RSI INE

ERAENEALIERMG

BE/IMAMEEER . BUA, BRLERE, B "BER" . LCG-IFMINEER—

MER-EBRNHSERE. A, REQESS, (REF R ERQNE9H (é]{)B - + + :

X, ROJBEIGZEERER, MAELMRHLC3-I; BLC3-IRRIAKEFH A6 m LC3-l
ARABNKE, FEEA—LENABARRNEY (NKE. EHES LC3-II
RAE) , BEE "R OERT, RE-RENERLG-INRREE, ¥ — . e (G APDH

B4R AE A B R E A,
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HARBEELE

YERBECFIEEIBXER, AARRMRE, WEHT/K LEEERE, ol MEHEAIAR, KLOME L#EE,

P EBRMREERE

LSBT/ FEER, LC3-1 (16KD) 5LC3-1I(14KD) {X2KDE R &I FE AR E N ERIN15%(SDS-PAGE)#THE, EIYER
INFLARO.2um BB 1THEEN, FHR B S IEEERESE,

RE—H

it

EETUAL, SURIBFAIGIERYT, N AEFESERNTUR,

A19665|[KO Validated] LC3B Rabbit mAb

40kDa—
35kDa—|

25kDa—|

20kDa =

- L ety

15k0a—|
2| il e ﬂ_LGBH
10k0a—]

3.0 WERRNERSEN

DWEAREEAEASHE, SWEARIMEEAN—XER. FRPESTRIEFROAEERDIWEONRN, EHEAS
BEERTPEEM—ERE, BESRNESXEEANAMER LE, TEMIL-BAGIHTNE.

BABNRIB (IL-1B) RILREMRZ—, BT REXABEF, 252HESRREERNNSHERED, SEAMIEE. o
HHMATSE, RRENSHRARREF. REAE, SERRAR (NBELARAMEEMR) B EHDWILIB, ILTBIIF=E
MBRRABARINTSRE, BERTEMNANFE, HRZAAENMREL, RERENEDREINID W,

Stimulus
LPS (e.g. bacterial RNA)
A\

\
\
C?grmnal /

/ l JEELAILB BT (31KD)
Pro-caspase-1 /

P2X7-receptor |
oo S ayopytn y/ | |
AsC RR N\ e as

TLR4

cytoplasm ‘\‘
\

. ® Dz DS SE. REBIIL-1B (17KD)
e e N IS : AR
_____ IL-18
,ﬂtrycm i e Caspase-1 NE [ Caspase-1
o inflammasome Caspase—N IQB pr-3 | Caspase-8
Pro-IL-1p g CathG
nudeus\ Pro-IL-1B lysosome chymase
IL-1BEYF= R0 3 IL- 1B E R L R BT
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WBRIL-1BEAARMNBERF R, BELMMLND, SHIENAREESHER, ZWFSHTIR?
EEAENEALERMG

1B A IR BRSNS SR E—HEMRNA HIFRIXFEENEIFEERERRNREPAMPS (FBRAX A FER, 1
LPSE) ; £ S 2RMAREREARIN TNBRMEEE H—F R DAMPs (R{GEXHD FHER, 21 ATP) 5 PAMPs, TR KA, &
TE LR, MRS ERIE MR/ DSHSELIL B, Elt, EENEESENNEALERHEXTE,

il obe L = N

HEEHHNIL- 1B EIMES, EAZEBHEHRNER T INER (ER-GolgilRR) T/, BFIfE &SRR SR IR
MENZER, TEXBEERRNIL-BRBN. FriA, aTRUBIAR N 7% L BRI IL-1B5EMAR . IS &E S & (AR
TUEER)IEE:

EFREMLSTE (RRE1: 4) BE, -80°CE®

10,000 g B0 10 7P

EREE, AERBELNRE. TEAEENETRIE, EVNEELRZAR

ERBHAEFREIOHLULATEL RS

1X SDS A& RIBRRTURE, A TWBIE

DERRERNEE
BB FEATIKD, BTN FEER, BIUER15%HER (SDS-PAGE)#HTHE, BN ER/NFLE0.2umE 1T
B, HigEEENEES M.

= "
E£hE WBRERH

4
.. VT e
FrEmEA! ®5s FEEREBR
RM02949 ColorMixed Protein Marker 250 (10-250 kDa) { &H marker}
FeERERH marker RM19001 ColorMixed Protein Marker 180 (10-180 kDa) { &H marker}
RM02943 ColorMixed Protein Marker 310 (10-310 kDa) { &H marker}
RM00022 Cell lysis buffer for IP (without inhibitors)
RMO00001 SDS-PAGE Sample Loading Buffer (5%)
R R R A RM02916 FE BB FIF Cocktail (A& EDTA, 100X DMSO f#i& )
(BSHDHIF . ZARRS) RM02997 BERESHN#I7I Phosphatase Inhibitor Cocktail (2 Tubes, 100X)
RM70000 PMSF { KB ELE&B% 3 } (100mM)
RM02998 RIPA Lysis Buffer (Strong)
W, pEslRAE,  BRKOOOT Seazs At i
RERRRRS BRK0002 — S ER ERERERRAIE 8%
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Fl:

TR PRI RIAFIE
HEBERERE

Bk, ¥, RIBERFAN

&

HER. HE, —RRES

&

HE

eS|

Fett

B

PUSE-S78%

®5S
BRK0003
BRK0004
BRK0005
BRK1010T
BRK1210T
BRK0021P
BRK1010B
BRK1210B
BRK0031
BRK0020
BRKO0020P
BRKO0030
BR0O0013
RMO00010
BR00007
BR00009
BR0OO0O16
BR0O0017
RM00017
RM02801
RMO00018
RM02954
RM02955
RM02956
RMO00020P
RM00021P
RM02867
ACO012
AC026
AC021
ACO38
A12289
AC009
AC002
A19056
ACO033
AC028

FEmREIR

— SRR BRERRIATIE 10%

—LEFERERRINTR 12%

—SEFERERRIAKR 15%

il Tris-Gly (10%) 10 FLEBHREHBKAFIE

¥ Tris-Gly (12%) 10 FLBREAEXXFE

i Tris-Gly (4-20%) 10 FLiBIRE H B KIXFI=E

) Bis-Tris (10%) 10 AL.EH#EKIXFIR

il Bis-Tris (12%) 10 LEHBKAFE

Tl Bis-Tris (4-20%) 10 ALERBXAFNE

Tl Tris-Gly (4-20%) EHEXHAFE

Tl Tris-Gly (4-20%) BHREHBKEFE

sl Bis-Tris (4-20%) EHBIKAKE

Cassette Opener ( TR FFAREE )

1X Tris-Glycine SDS Running Buffer

B KE MR (Tris- HEB SDS 3K

Ice-Bath Free Ultra-Fast Transfer Buffer Powder { &ikiaiB R FELE MR }
WB Stripping buffer %R (BER. RER)
ecolorization-free Ultra Fast Staining Buffer QiR ERERER (REHE)
Nitrocellulose membrane (6.3x8.3cm)(0.45pm) {NC f& (0.45pm)}
Nitrocellulose membrane (6.3x8.3cm)(0.2pm) {NC fZ (0.2um)}
Polyvinylidene fluoride (6.3x8.3cm)(0.2um) {PVDF f& }

Western Blot Primary Antibody Dilution Buffer {WB —#i#%&B& }
Universal Antibody Dilution Buffer {i&@BEFAHEERR )

Rapid Blocking Buffer {E$Hi& (5*)}

ECL Basic Plus Kit {ECL b &SR Plus( ZiEE )}

ECL Enhanced Plus Kit {ECL % & &Y Plus( 188 )}

ECL Super Kit {ECL b2 &KW (BEE )}

a-Tubulin Mouse mAb

B-Actin Rabbit mAb (High Dilution)

B-Tubulin Mouse mAb

B-Actin Rabbit mAb

B-Tubulin Rabbit mAb

Actin (plant specific) Mouse mAb

GAPDH Mouse mAb

GAPDH Rabbit mAb(High Dilution)

GAPDH Mouse mAb (High Dilution)

HRP-conjugated B-Actin Rabbit mAb
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- e 3
B : fRAYIERE ,
N \ 7Y
et =~ Tr4h
BEEHHINER, BEBLHTNFRERES, HETHESRONTEE MR SR EE, AIES 28RO
15, WARERIE S BT R N AAHER LN EE,

1.— ik

/1. BREANER

wBEBRNNENEARESTUMRANEAGEYE, IBRPRXEF. 3IBFER.

REZRAAZSMHARNTE, IFRZEEFNRZBEERRZNERTE , FEERGATEARERNEAREATEL
BHRERXE, RULERRFISNITEN, BNEAES BN A R NEREEERR, MCaspase. Insuling, XH
ERBPARTE, EEH BRI AR ERIERA,

/1 1.2 i HIE A RRNER

AREBERARRESEEEMESER, HELRAE ©KBH. BEAR. S £V (J0: ) si88, HEHES
—BBEHSHERRRENER, EELERT, EEEIRESSEERREESOEERE, i, #EAEXEREER
i, MREEEABHBERE, IESTEAANFEREESEZABREN, EESHER (NBEEER) K23 NERIE
HENENER, EERPEFEHTEARBEE BN, HE85SAAFmRNRERS, 5% R NS,

/113 BMMRER

ERFSENNTABTRERHUAHRE, F2RHIER, ARMUR/NEIHIIEEARNNEEE, AE—HMic. BXAEE
WALRETNRE, TLLBSERAXEHE. 5% ATENEAEEABTEBFISERIR, MAR LR KR LRSI RE
BFSITEER, E e XRERFHERLROFEEESRINRZI AR L RANBLUEHILR.

/1 1.4 XBHERIMERER

A—RSEL X ELNARMEBREARTREEIE, UBETIHEENARMERE, oJEmiZ RN RN
M —t=chEBE (WA MR XKERF) . BIRIE, RBRLERNOMESPHITC, UESE,

// 1.5 KR A RYSCIR S 7Y

FiiA— RS EE T B ERBFUAR A (WB. IP, ChIP, IHC. IF, FCME) 3 TRERIIE, U EES BT UHEERBNBAER, @3
IO, REFERERNFUASEHRIRIC, UESE,
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—EXW, MBERRIOE. SEAALNETESERIERFCH—7 (BRER—7) . ERTER—NERN, FETH
IEC R EEBNXRERNEINSGEE, HNARNSHEREFSENIRCY.

/1 1.7.XE5|I AE5R

HYE— I ERHURERAERSHT R, REAERBIEANRKRBEACKERENIRESEEEIRIFNERN. — KRN
HATMEWESI FECTmEIH, XL REREISCRIEIH, FrLARTBORER, Bt AHRFAASIEREHERF
BHUE, ATARAEIEE,

2. ik
2.1.— M ERE
FERF—HERREMRE ZREER, —R2/N\BEE, NI H/NEHEN],

2.2. "N ARSCIS SR

SHNFRAGSTRME, BEEE T HFSENIRFCY, MHRP. Biotin, X XY, WBSIHCHBHN SR eES

% 4ZHRPHIBiOtin, TGRS LM M A AR BT IS B E, IR RS EAFICH i, MFITC. Cy3. PEZ
3.WESMEF

HWERINERSHE (Internal Control) , S FIFELEIMAMKIF— R EEHERERARBEREANER (Housekeeplng Proteins) ,
EMNESHAMMARIHNERIENEE, ERNEANRXKTIEUNEHCEKBSEY, UTIHEINERRSRERER:

Loading %88 HEmEE SFE (kDa) FEE

AERAFERANNER, ARERFHNKZURSBINERESNBEERE

Beta Actin AR/ WRR 43 THLSH actin EHARNEL

GAPDH LM/ EIEE  30-40 Eii‘%;ﬁ%#T WMRERIEREN, *SBE—LSEMREZERE D GAPDH
Tubulin M/ MR 55 NI EMTRNE LI HAYHEENARTRSE Tubulin IRARETK
VDAC1/Porin s ILIN 31

COXIV b5 2 RN 16

Lamin B1 LA 66 REE TFRRZAREOFER

TATAZZSEATBP %A 38 REBETHER DNA IR
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ABclonalX @k RIiETh =R
SEEEN

TESCIERFIh 3| B4RE “ABclonal” 5 “"ABclonal Technology (WuHan, China)” &=
ABclonal@ B m, CRORFSHTHIELM, AR, 4K (Flan: i’%xﬁt?‘ﬂ EH
Marker, PBSE) , ##, 7% . RSN _RELERAARELMERZR,
Fre&=EBFIHRZSCISI AT, 203ESCISIBET), MARKRNEE S HTEMES,
BEABAEXE—EERBINEE, HtEREXEREZENREBEIL.
REMBENYIABclonalFiE,

ABclonalf#{5 /K

EME, BEFNSHTEPAGEUTREENR S, RHTEABclonalEA MISEK--RA @&
Yo Fr AL

FEABclonalE A RIS A =R o 3RGRIRIAR 7, R AVFR D ELBILA = RiIF B TUR B
ABclonal & EEWMF R A EEES, UmBSIR D, FFXLAABclonalE A MIEEMERLR R
o, BRI R L thABclonalHEA R,

460,
SINSCERERESD !

A R E RS R

1. EAABclonaliffEARS, R [MIEmEk] 2. 7 [(BE], BEFNS
0 BEFIS
YBEFH SR oTEREVRS L
1)'12 I\ rﬂafn ﬁi’ﬁ
b - =] REHTE &E
e | A R
wa | gy SORSIA-BRSR -
XAERIHIS - B4
Y Q Uit )
& mEARS \7
- ABclonal - HifEEIL - EIEEA 7@
HR FR% Mo atyE \\ EXEJ e /I

4. /i [REPAEH] EEEXER

3. RE [AEFNS] , EEBEXER, REMESE BT AT

N TERCTL
FHNS » 12345678937 (B47E)
< BEFNS
FNS * i
ERIES « m FIMME  « #dbE BiRm
SEMIER & HRENE « 3
SBERITR 4 W RAAM . BEREENRIE
BREH WA . BIERFTAMRE
wAEm ' WELRD FHSNNNHEEF
/
-

B, RERIMER,

g
-
-

s

Se -
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FNE SCINER S| Ak

PMID

25083871

28753426

28965759

29290468

30146159

31031002

31251911

31585088

32169215

32259487

32810437

32931733

33991488

28297716

30111841

30814741

31485071

32376953

32238924

32581380

33268895

33361816

32029600

j ST
HRRR
MicroRNA directly enhances mitochondrial translation during muscle

differentiation

Methyltransferase SETD2-Mediated Methylation of STAT1 Is Critical for
Interferon Antiviral Activity

Temporal Control of Mammalian Cortical Neurogenesis by m6A
Methylation

Stabilization of Reversed Replication Forks by Telomerase Drives
Telomere Catastrophe

Microbial Siderophore Enterobactin Promotes Mitochondrial Iron
Uptake and Development of the Host via Interaction with ATP Synthase.

Structure and Degradation of Circular RNAs Regulate PKR Activation in
Innate Immunity.

Pervasive Chromatin-RNA Binding Protein Interactions Enable RNA-
Based Regulation of Transcription.

Integrated Proteogenomic Characterization of HBV-Related
Hepatocellular Carcinoma

Initiation of Parental Genome Reprogramming in Fertilized Oocyte by
Splicing Kinase SRPK1-Catalyzed Protamine Phosphorylation

Distinct Processing of IncRNAs Contributes to Non-conserved Functions
in Stem Cells

Formation of NPR1 Condensates Promotes Cell Survival during the
Plant Immune Response

Targeting Mitochondria-Located circRNA SCAR Alleviates NASH via
Reducing mROS Output

Mouse totipotent stem cells captured and maintained through
spliceosomal repression

RNA m6A methylation regulates the ultraviolet-induced DNA damage
response.

Modulating plant growth-metabolism coordination for sustainable
agriculture

Proteomics identifies new therapeutic targets of early-stage
hepatocellular carcinoma.

Structural basis of nucleosome recognition and modification by MLL
methyltransferases.

Plant 22-nt siRNAs mediate translational repression and stress
adaptation

U1 snRNP regulates chromatin retention of noncoding RNAs

Reversing a Model of Parkinson's Disease With in Situ Converted Nigral
Neurons

Galactosaminogalactan activates the inflammasome to provide host
protection

Molecular basis of nucleosomal H3K36 methylation by NSD
methyltransferases

Enhanced sustainable green revolution yield via nitrogen-responsive
chromatin modulation in rice.
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Cell

Cell

Cell

Cell

Cell

Cell

Cell

Cell

Cell

Cell

Cell

Cell

Cell

Nature

Nature

Nature

Nature

Nature

Nature

Nature

Nature

Nature

Science

FIWEF

41.582

41.582

41.582

41.582

41.582

41.582

41.582

41.582

41.582

41.582

41.582

41.582

41.58

49.962

49.962

49.962

49.962

49.962

49.962

49.962

49.962

49.962

47728
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E75Z

EARE

ik
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ik

8
E=:

=13
o

g

ik

ik

ik

ik

=
E=:

=3
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=13
>

ik

ik

ik

ik

8
=

SIR&ES /M

A4967

A3194

A8530

A9555

A5769

AP0342

A5016

A11932

A5854

A5964

A20262

A9840

A5891, A6709

A1848, AP0099

A16279

A2091

A2355, A2357

A2348

A5761, AP0844

A14150, A6107

A15094, A6724

A2364

A16279
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PMID

33243860

33795473

34709882

30348677

33653692

33558758

28263319

30193849

30650373

30770248

29033244

32049046

33186520

32442403

33740421

31915373

32029896

29510730

29803224

30458784

30541550

30922314

30940151

31122259

31718709

FRRE

Identification of Integrator-PP2A complex (INTAC), an RNA polymerase

Il phosphatase

Structural insights into preinitiation complex assembly on core

promoters

NIN-like protein transcription factors regulate leghemoglobin genes in

legume nodules

Spatiotemporal loss of NF1 in Schwann cell lineage leads to different
types of cutaneous neurofibroma susceptible to modification by the

Hippo pathway.

Macropinocytosis in Cancer-Associated Fibroblasts is Dependent on
CaMKK2/ARHGEF2 Signaling and Functions to Support Tumor and

Stromal Cell Fitness

Comprehensive characterization of protein-protein interactions

perturbed by disease mutations

Asymmetric subgenome selection and cis-regulatory divergence during

cotton domestication

The Zinc-Finger Protein ZCCHC3 Binds RNA and Facilitates Viral RNA

Sensing and Activation of the RIG-I-like Receptors.

Fever Promotes T Lymphocyte Trafficking via a Thermal Sensory

Pathway Involving Heat Shock Protein 90 and a4 Integrins.

Specific Decrease in B-Cell-Derived Extracellular Vesicles Enhances

Post-Chemotherapeutic CD8+ T Cell Responses.

iASPP Is an Antioxidative Factor and Drives Cancer Growth and Drug

Resistance by Competing with Nrf2 for Keap1 Binding

Direct Phosphorylation and Stabilization of MYC by Aurora B Kinase

Promote T-cell Leukemogenesis

Elevated CXorf67 Expression in PFA Ependymomas Suppresses DNA

Repair and Sensitizes to PARP Inhibitors

SETD5-Coordinated Chromatin Reprogramming Regulates Adaptive

Resistance to Targeted Pancreatic Cancer Therapy

Cancer cells escape autophagy inhibition via NRF2-induced

macropinocytosis

Single-cell reconstruction of the adult human heart during heart failure
and recovery reveals the cellular landscape underlying cardiac function

BCAT2-mediated BCAA catabolism is critical for development of

pancreatic ductal adenocarcinoma

The IncRNA MACC1-AS1 promotes gastric cancer cell metabolic

plasticity via AMPK/Lin28 mediated mRNA stability of MACC1

The long non-coding RNA PTTG3P promotes cell growth and metastasis

via up-regulating PTTG1 and activating PI3K/AKT signaling in

hepatocellular carcinoma

Invasion-related circular RNA circFNDC3B inhibits bladder cancer

progression through the miR-1178-3p/G3BP2/SRC/FAK axis.

TRIB2 functions as novel oncogene in colorectal cancer by blocking

cellular senescence through AP4/p21 signaling.

RNA N6-methyladenosine demethylase FTO promotes breast tumor

progression through inhibiting BNIP3.

Circular RNA circTADA2A promotes osteosarcoma progression and
metastasis by sponging miR-203a-3p and regulating CREB3 expression.

miR-3071a promotes lung tumorigenesis by suppressing Runx3.

Circ-HuR suppresses HUR expression and gastric cancer progression by

inhibiting CNBP transactivation
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Science

Science

Science

Cancer
discovery

Cancer Discov

Nat Genet

Nature
genetics

Immunity

Immunity

Immunity

Cancer Cell

Cancer Cell

Cancer Cell

Cancer Cell

Cancer Cell

Nature
Cell Biology

Nature
Cell Biology

Molecular
Cancer

Molecular
Cancer

Molecular
cancer

Molecular
cancer

Molecular
cancer

Molecular
cancer

Molecular
cancer

Molecular
Cancer

AT

47.728

47728

47.72

39.397

39.39

38.33

38.33

31.745

31.745

31.745

31.743

31.743

31.743

31.743

31.74

28.824

28.824

27.401

27.401

27.401

27.401

27.401

27.401

27.401

27.401

FmEE

ERZ

E7HE

EAHE

s
>
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s
>
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E7HE

EAHE

E7HE

EAHE

s
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E78Z

E725%

R

E7HE

EAHE

s
=3

E78%

s
>

ERZ

A

E7HE

E7HE

EAHE

SIS /i

A2355, A7253

A2192, A5928

A20191

A8202

A16678

A2877

A2363

A12938

A0284, A0969

A10389, A1934

A0207, A0208

A11021, A5904

A2189

A7254, A7257

A11159

A2179

A1957

A0207, A2156

A0266

AP0185,
AP0302

A11661

A0208, A2156

A0289

A0433, A6247

A0958
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PMID

29275960

30527742

31230984

31668872

31761563

32375062

33186558

30174306

30455424

30944466

31942069

30487604

30356214

31243371

32841601

28552346

31835033

30612740

31859049

31085179

27002220

30778176

25753158

26928339

32461121

Lo

Inactivation of the Glucose-Dependent Insulinotropic Polypeptide
Receptor Improves Outcomes following Experimental Myocardial
Infarction

The Circadian Protein Period2 Suppresses mTORC1 Activity via
Recruiting Tsc1 to mTORC1 Complex.

OLFR734 Mediates Glucose Metabolism as a Receptor of Asprosin.

Adipocyte Hypoxia-Inducible Factor 2a Suppresses Atherosclerosis by
Promoting Adipose Ceramide Catabolism

Fructose-1,6-Bisphosphatase 2 Inhibits Sarcoma Progression by
Restraining Mitochondrial Biogenesis

Low-Dose Sorafenib Acts as a Mitochondrial Uncoupler and
Ameliorates Nonalcoholic Steatohepatitis

Elevation of JAML Promotes Diabetic Kidney Disease by Modulating
Podocyte Lipid Metabolism

Short-Term Mitochondrial Permeability Transition Pore Opening
Modulates Histone Lysine Methylation at the Early Phase of Somatic
Cell Reprogramming

VCAM-1+ macrophages guide the homing of HSPCs to a vascular niche.

TMK1-mediated auxin signalling regulates differential growth of the
apical hook.

Host-mediated ubiquitination of a mycobacterial protein suppresses
immunity

Stella safeguards the oocyte methylome by preventing de novo
methylation mediated by DNMT1.

Nuclear cGAS suppresses DNA repair and promotes tumorigenesis.

UDP-glucose accelerates SNAIT mRNA decay and impairs lung cancer
metastasis.

A Defense Pathway Linking Plasma Membrane and Chloroplasts and
Co-opted by Pathogens

Ubiquitination-Deficient Mutations in Human Piwi Cause Male Infertility
by Impairing Histone-to-Protamine Exchange during Spermiogenesis

A Translation-Activating Function of MIWI/piRNA during Mouse
Spermiogenesis

METTL13 Methylation of eEF1A Increases Translational Output to
Promote Tumorigenesis.

Immune Sensing of Cell Death through Recognition of Histone
Sequences by C-Type Lectin-Receptor-2d Causes Inflammation and
Tissue Injury

Inhibition of Nuclear PTEN Tyrosine Phosphorylation Enhances Glioma
Radiation Sensitivity through Attenuated DNA Repair

A positive role for polycomb in transcriptional regulation via H4K20me1.

An H3K27me3 demethylase-HSFA2 regulatory loop orchestrates
transgenerational thermomemory in Arabidopsis.

ERK kinase phosphorylates and destabilizes the tumor suppressor
FBW?7 in pancreatic cancer.

The kinase CK1& controls the antiviral immune response by
phosphorylating the signaling adaptor TRAF3.

Peptide SMIM30 promotes HCC development by inducing SRC/YES1
membrane anchoring and MAPK pathway activation
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Nature
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Nature

Nature
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Cancer Cell

Cell research

Cell research

Cell research

Nature
immunology

J Hepatol

HIEF

27.287
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27.287

27.287

27.287

27.287

27.287
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49.962

49.962
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PMID

32735848

32994405

32296027

31422874

31110366

33619562

33176558

25814387

30833710

31075443

30914468

30923230

31530735

30962394

32155285

33305325

33009518

31924786

34678143

33523829

31585088

32017896

33473107

32867860

32789178

33523838

HRER
A Bacterial Effector Protein Hijacks Plant Metabolism to Support

Pathogen Nutrition

The cross-talk between methylation and phosphorylation in lymphoid-
specific helicase drives cancer stem-like properties

CDK4/6 inhibition blocks cancer metastasis through a USP51-ZEB1-
dependent deubiquitination mechanism

Naal0p Inhibits Beige Adipocyte-Mediated Thermogenesis through
N-a-acetylation of Pgcla.

Oxidization of TGFB-activated kinase by MPT53 is required for immunity
to Mycobacterium tuberculosis.

The human tRNA taurine modification enzyme GTPBP3 is an active
GTPase linked to mitochondrial diseases.

A VASt-domain protein regulates autophagy, membrane tension, and
sterol homeostasis in rice blast fungus

Suppressor of Deltex mediates Pez degradation and modulates
Drosophila midgut homeostasis.

In rose, transcription factor PTM balances growth and drought survival
via PIP2;1 aquaporin

Translational Regulation of Plant Response to High Temperature by a
Dual-Function tRNA His Guanylyltransferase in Rice

0sSHIT Regulates Plant Architecture Through Modulating the
Transcriptional Activity of IPA1 in Rice

Rice qGL3/0sPPKL1 Functions with the GSK3/SHAGGY-Like Kinase
0sGSK3 to Modulate Brassinosteroid Signaling

Intra-Kernel Reallocation of Proteins in Maize Depends on VP1-
Mediated Scutellum Development and Nutrient Assimilation

Maize VKS1 Regulates Mitosis and Cytokinesis during Early Endosperm
Development

miR-210 participates in hepatic ischemia reperfusion injury by forming
a negative feedback loop with SMAD4

Entropy subspace separation-based clustering for noise reduction
(ENCORE) of scRNA-seq data

Targeting a positive regulatory loop in the tumor-macrophage
interaction impairs the progression of clear cell renal cell carcinoma

Arf1-mediated lipid metabolism sustains cancer cells and its ablation
induces anti-tumor immune responses in mice

Glycogen accumulation and phase separation drives liver tumor
initiation

Abnormal neocortex arealization and Sotos-like syndrome-associated
behavior in Setd2 mutant mice

Integrated Proteogenomic Characterization of HBV-Related
Hepatocellular Carcinoma

LARP7-Mediated U6 snRNA Modification Ensures Splicing Fidelity and
Spermatogenesis in Mice

Endonuclease G promotes autophagy by suppressing mTOR signaling
and activating the DNA damage response

Bradymonabacteria, a novel bacterial predator group with versatile
survival strategies in saline environments

NuRD mediates mitochondrial stress-induced longevity via chromatin
remodeling in response to acetyl-CoA level

N6-methyldeoxyadenine and histone methylation mediate
transgenerational survival advantages induced by hormetic heat stress
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Molecular cell

Nature
microbiology

Nucleic Acids Res

Autophagy

Nat Commun

Nature plant

Molecular Plant

Plant cell

Plant cell

Plant cell

Plant cell

Hepatology
(Baltimore, Md.)

Nucleic Acids Res

Cell Death Differ

Nature
Communications

Cell

Sci Adv

Cell

Molecular Cell

Nat Commun

Microbiome

Sci Adv

Sci Adv
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16.971

16.016
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